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Significance of connexin 37 in inflammatory response in patients with lumbar disc herniation
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[ Abstract] Objective To explore the clinical significance of connexin 37( CX37 ) in the inflammatory response in patients
with lumbar disc herniation. Methods To observe the difference in CT and MRI manifestations between 10 cases of lumbar
disc herniation ( observation group ) and 8 cases of lumbar burst fracture (intervertebral disc partial damage without obvious
degeneration, control group ). Pfirrmann grading was used to evaluate the degree of disc degeneration. The expression of CX37,
interleukin-6( IL-6 ) and tumor necrosis factor-o.( TNF-a ) in the intervertebral disc tissues of patients were detected by PCR,
and the correlations between CX37, IL-6 and TNF-a were analyzed. Results The imaging findings showed intervertebral disc
injuries mainly in the control group, and nucleus pulposus prolapse and nucleus pulposus protrusion maily in the observation
group. In the control group, there were 6 cases in Pfirrmann grade I and 2 in grade I ; in the observation group, there were
3in grade Il , 3 in grade IV and 4 in grade V . The results of PCR showed that the mRNA expression levels of CX37, IL-6 and
TNF-a in the observation group were higher than those in the control group, and the differences were statistically significant
(P<0.05). Pearson correlation analysis showed that inflammatory factors IL-6 and TNF-a were positively correlated with CX37.
Conclusion The expression of CX37 in nucleus pulposus of the patients with lumbar disc herniation would be significantly
higher than that of those cases without intervertebral disc degeneration, and is positively correlated with the expression of
inflammatory factors 1L-6 and TNF-a. CX37 may participate in the development and progression of lumbar disc herniation by
regulating the expression of inflammatory factors.
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a: CT of control group (arrow indicates protruding bone ) b: MRI of control group indicates Pfirrmann grade I ¢: CT observation group ( arrow
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1 2488%E CTHMRI
Fig. 1 CT and MRI imaging in 2 groups
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Fig. 2 Relative expression quantity of CX37, IL-6 and TNF-o. mRNA in nucleus pulposus
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